. These results demonstrate that R subunit isoforms were sought using either P6 1 or P6 5 as the space group are not functionally interchangeable, that isoform diverfor the RII␤ crystal [24]. The crystallographic R factor sity is critical biologically, and that RII␤ may play an was significantly lower with a higher correlation coeffiimportant role in diet-induced obesity [21] . These significient for a phase solution in P6 1 , and the solvent content cant biological differences of R subunit isoforms must of the crystal was calculated to be 70.8% with one molestem directly from unique differences at the level of cule in the asymmetric unit [25] . Maximum likelihood molecular structure.
refinement of the structural model using CNS [26] was The crystal structure of the RII␤ deletion mutant reperformed, in conjunction with model building using ported here contributes substantially to understanding sigma A-weighted electron density maps (Figure 2) , to the paradox of diversity within a family of homologous an R factor of 0.176 with a free R factor of 0.198 (Table 1) lowship.
